Evaluating the Impact of African American Ancestry among Men with Localized Prostate Cancer
Treated with Radical Prostatectomy
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BACKGROUND RESULTS

The cell cycle progression (CCP) score is based on measuring 382 patients received definitive treatment by RP, had passing CCP
the expression levels of CCP genes and has proven to be a scores, and had complete clinical information.

robust predictor of prostate cancer outcomes in various clinical
settings and patient populations.!

Table 3. Univariate and Multivariate Cox
Models - BCR Endpoint (n=382; BCR
mmmmmmmmmnneae events=75)

Figure 1. Distribution of CCP Score Figure 2. Kaplan—-Meier Plot for BCR
by Ancestry
133 of these patients were of African American ancestry. 0=0.87

B Non-African American 40 -
N=249

There were no significant differences in clinicopathologic features ‘ Range: ~1.60, 2.90
by ancestry, with the exception of PSA (Table 1).
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However, data regarding the ability to predict outcomes in
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COHORT ) . to ancestry (Figure 2, Table 3). Years after Diagnosis ’
Retrospective study of patients who were diagnosed with clinically </ 140 56.2% 80 60.2% CCP anificant Dredictor Of | oo CCR"Ancestry interaction p=0.057
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